LUTpaHuua 1 u3 i1

RJ7

IouToBeii axpec: 630559, Hosocubupex

ObmecrBo ¢ orpannuennoii OTBETCTBEHHOCTHIO

Hayuno - nponseoacreennas thupma
Poccus, 630559, Hopocubupekasn 061

“Hcemenosarenseknii ueHTp”
acTh, HosocuGupeknii paiion,

p-n. Koabnoso, npomsona, kopnye 200, oduc 426

as o0J1acTh, p.n. Koarnono, a/s 247

Tenegon / pake: (383) 336-71-32, 336-52-65, 325-30-73 — OTET Npoaak,

(383) 336-52-72 — oyxraarepusn, (383) 325

-30-07 - UJ1

Kauecrsennoe YAOCTOBEPEHHE HA JIEKAPCTBEHHBI npenapar
A BETEPHHAPHOTO npuMenenns Betom 3
Ne 451 ot 01 mroast 2019 r.

MHH: Vetom 3.

A e i b e

Macca Hetto 0.5 kr.
6. Homep cepun: 060619,

Homep PY: 35-3-5.12-0600NeT1BP1-2-1.9/00059.
Brimyek no TY: 21 20.23.190-037-23609643.
®opma BeIMycKka: nopowwok, Ganka u3 NOJIMMEPHBIX Martepu

7. O0bem cepun, npeassieasiemMoii na HenbiTannsa: 939 wr.

8. Mecro orGopa: 1{[1D.
9. Hdara ot6opa: 27.06.2019.

10. Tara noerynienns 8 WJIBTK: 27.06.2019.
I'I. Konmueerro noerynusumx 00pa3uoB: 6 06pasLoE no 0,5 kr.
12. Kem oTo6pana npo6a: Jabopant O.B. Tutosa.

]_3. Ussewenne or: 27.06.2019.

TO}]I"OBG@ HAHMEHOBAHHE JIEKAPCTBEHHOI 0 npenapara ans BETEPHHApPHOIO npumenenns: Berom 3,

AJ10B C KPBLIMIKOH M3 HOJHMEPHBIX MaTepHaloB,

No Hanmenoranue nokaszarens Hopma no HTJT Pesynbrar ucnsitanuii —‘
n/n
1. Buewrsuii sun, uger, sanax OnHopoaHstii, ceimyumii nopourok denoro CootsercTByer
BKYC upera, Oe3 3anaxa, CJaaKoro BKyca
2. PacteopumocTs Pactsopum B Bose B Teuenue 10 MHHYT, CootsercTryer
| Honyckaercs Hannume Gesoro ocanka.
3. pH (7,040,5) 6,8
4. Moreps B macce npu
BLICYINHBAHHH, %, He Gosee 6,0 CootBetcTBYET
5 AHTaroHHCTHYECKAs AKTHBHOCTD
K TeCT-KybTYpam (30Ha
YPHETCHUSA POCTA, MM, HE MeHee)
Shigella sonnei - 32; 5,0 5
Salmonella typhimurium - 2606; | 5,0 5
Staphylococcus aureus - 209; 8.0 8
Candida albicans - 620 6,0 10
6. CymmapHoe kosnuyectso cnop
Bacillus amyloliquefaciens
wramm BKIIM B-10642 1 r He menee 1x10° 2,5=109
npenapara, KOE/r
7. HoanuuuocTs JLoJKHBI IpUCYTCTBOBATE baxTepHn CootsetcTByeT
Bacillus amyloliquefaciens wramm BKIIM
B-10642
8. Muxkpotuonornueckas 4yHCcTOTA,
Hanuuue:
Enterobacteriaceae; He nonyckaetcs CooTserctayer
Pseudomonas aeruginosa: He nonyckaeres Cooteercrayer
Staphylococcus aureus; He nonyckaercs Cooteercreyer
MOCTOPOHHHX
MHUKPOOPraHH3MORB, B T.4. 11
rpubos, He Gojee Thic/T 300,0 CoorsercTayer

JlexapcTBeHHbIiT fpenapar /u1g BeTepUHapHOro npuMenenis Berom 3. cepua 060619, B notpeGuTensekoii YITaKOBKe

Oarka 0,5 Kr u3 nonuMepHbIX MaTCpHanos, cooTeeTcTBYET TpeGoBanuaM TY 21.20.23.190-037-23609643 1 MoseT

ObITh BBIMYILEH B rpakaaHCKT 000pOT B CONPOBOKACHHH 3aKIIOYE HUs

3aB. MJIBTK

Hupekrop

QMQ{EHHOF@ JIHLaA.
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